Many protein-protein interactions are identified at once using high-throughput yeast two-hybrid screens.
Methodological innovations
There is a lot of new biotechnology in this paper. The authors describe a new strategy that moves genes into vectors the way organisms swap genes into and out of chromosomes -via recombination. They also mention (but do not describe in detail) a new two-hybrid system that uses three reporter genes for increased sensitivity. And in their two-hybrid experiments, instead of cotransfecting one yeast with the genes for both A and B, they mate one yeast carrying A with another yeast carrying B.
Reporter's comments
The main strength of this paper is the biotechnology and the fact that the authors have provided a new list of hypotheses for biochemists to test. But it would be nice to see more analysis of the data. The idea of detecting A, B, ... X clusters is interesting, although the authors do not explain exactly what to do with these clusters. They might be useful, for example, when plugged into genetic networks. 
